MEFT B2 B2 4l 2019,25(01)
Journal of Hainan Medical University 29

DOI1:10.13210/j.cnki.jhmu.20181115.002
% 2% Bk http: //kns.cnki.net/kems/detail /46.1049.R.20181115.1637.004. html

IDE EF rs11187007 it 2 & A5 GDM EEERBEZMM . EBRER
Jva:okis e

A A
Ui A8 45 BT oD BE BE i =R, 101 436 621000)

(ME] a 6.5 2B £ %M (IDE) A B rs11187007 4.5 % &M 5 4R B 42 & A (GDM) & & k&
ERA LG EER IR EE, Tk 2B REHLH GDM F4a4k A GDM 4 F 2 = % 5 5 48
T B G da Ve A st e, RSN w2 IDE K B rs11187007 4% % 9 & B A & 4m je B -F 11-6,11-10,
TNF-a,Chemerin,Omentin-1 4%, K £ J5 &5t m % IRS-1,IRS-2.GLUT3.GLUT4 #y kX &, %
£:GDM @ F4asr B IDE £ B rs11187007 12,8 AA A B A a5 # b . IL-10 & Omentin-1 4 &%
B s F P IRS-1,IRS-2,. GLUT3, GLUT4 # mRNA % i ¥ & F @, s A o+ IDE & E
rs11187007 42 .5 AG AR A GG & A A 89 # & e vh & 1L-6 , TNF-a,Chemerin # 4% & T 2 8B 21; AG
ARA GG ABAREH GDM &+ IRS1.IRS-2.GLUT3.GLUT4 # mRNA &% FA &S E & TL-
10.Omentin-1 #9942/ T AA AR A4 GDM B %, 5 A s 11-6 , TNF-a,Chemerin #14 % & T AA
A REA M GDM 34, #4#%:GDM & %4k H IDE AR rs11187007 /2 5542 A B A 41 G 89 T 42 4% o
THEERAAALAGLXERE,

I

(IR BR1 ] R A 08 R 0 s M By & I R B 5 M B 3R K L
[hE4SES] R714.256 [XEERIRAE] A [XE4HES] 1007-1237(2019)01-0029-04

The correlation of IDE gene rs11187007 locus polymorphism with insulin resistance and sys-
temic inflammatory response in patients with GDM

SHI Juan

(Department of Obstetrics and Gynecology » Mianyang Central Hospital in Sichuan Province » Mianyang s Sichuan Province , 621000,
China)

[Foundation Project ]: Science and Technology Project of Health and Family Planming Commission of Sichuan Province (No: 17P] 380).

[Author]:SHI Juan(1980-), Female, Obstetrics and Gynecology » Mianyang Central Hospital , Hongxing Jinzuo, No. 62, Hongx-
ing Street s Fucheng District . Mianyang » China. Tel ; 18780375945, Email : simy_sj @sina.com.

Received : 2018-10-15 Revised : 2018-10-23 JHMC ,2019;25(1):0029-0032

View from specialist: It is creative, and of certain scientific and educational value.

[ABSTRACT] Objective: To study the correlation of insulin-degrading enzyme (IDE) gene rs11187007 locus polymorphism
with insulin resistance and systemic inflammatory response in patients with gestational diabetes mellitus (GDM). Methods: The
pregnant women diagnosed with GDM in our hospital between March 2015 and January 2018 were selected as the GDM group.
and healthy pregnant women who had prenatal examination and gave birth during the same period were selected as the control
group. Peripheral blood was collected to measure the genotype of IDE gene rs11187007 locus as well as the contents of cyto-
kines 11.-6,, 11.-10, TNF-a, Chemerin and Omentin-1, and placenta was collected to measure the expression levels of IRS-1,
IRS-2, GLUTS3 and GLUT4. Results: The constituent ratio of IDE gene rs11187007 locus AA genotype, 11.-10 and Omentin-1
contents in peripheral blood as well as IRS-1, IRS-2, GLUT3 and GLUT4 mRNA expression levels in placenta of GDM group
were all lower than those of control group whereas the constituent ratio of IDE gene rs11187007 locus AG genotype and GG

genotype as well as 11.-6, TNF-a and Chemerin contents in peripheral blood were higher than those of control group; IRS-1,
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IRS-2, GLUT3 and GLUT4 mRNA expression levels in the GDM placenta with AG genotype and GG genotype as well as 1L-

10 and Omentin-1 contents in the peripheral blood were lower than those in the GDM placenta with AA genotype whereas 1L.-

6, TNF-a and Chemerin contents in the peripheral blood were higher than those in the GDM placenta with AA genotype. Con-

clusion: The mutation from IDE gene rs11187007 allele A to G in GDM patients can aggravate the insulin resistance and sys-

temic inflammatory response.
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Table 1  Primer sequence and annealing temperature
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S Eiis1 4 53 T 53 o
IDE TTTGGCGGACACTGGGAGCAT CTGGGATTACAGGCACGAGAC 60
IRS-1 TAAGCTAGGCTAGGCGGCTAG TTGCTAGCTAAAGTCAGTAGCT 58
IRS-2 AGCTAGCTAGCGCTAGCTAGT AAAGTCAGCTGGATCGCCGTA 58
GLUT3 CGGCTATAGCTAGCTAGCTAG CCGGCTAGCTAGTTAATGCAAT 56
GLUT4 TAGCTAGGCTAGCTAGCTTACG CGATGCCGTATAGCTAGCATGC 60
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Table 2 Comparison of insulin signal transduction genes
in placenta between the two groups (r=s)
4151 n IRS-1 IRS-2 GLUT3 GLUT4
GDM 2 73 0444007 0624008 0554007  0.5140.06
XHRZH 58 1044012 1014015 0.98+0.15  1.064-0.15
t 35.762 16.858 19.089 25.017
P 0.000 0.000 0.000 0.000
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Table 3 Comparison of insulin signal transduction genes
in GDM placenta with different IDE gene
7rs11187007 locus polymorphism (x=s)

IDE AEH A n IRS1 IRS-2 GLUT3  GLUT4
AA FER A 12 0684009 082£011 0784010 0.7940.09
AGHGG FERA 61 0272004 0414007 0374005 0.3520.04
t 25.427 16.739 21.455 27.288

P 0.000 0.000 0.000 0.000

x4 FHARENEANFRERBEFOLLS (215)

Table 4 Comparison of inflammatory cytokines in peripheral blood between the two groups of pregnant women (r=s)

1L-6 1L-10 TNF-«a Chemerin Omentin-1
21 51 n
(pg/mL) (pg/mL) (pg/mL) (ng/mL) (ng/mL)
GDM 4 73 154.46+19.39 20.38+2.95 24.4243.03 9.85+1.18 213.51429.94
Xt B 2] 58 94.55+10.27 36.68+3.93 10.394+1.26 5.48+0.77 358.72442.83
t 21.269 27.113 33.046 24.372 22.801
P 0.000 0.000 0.000 0.000 0.000
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Table 5 Comparison of inflammatory cytokines IL-6 in peripheral blood of GDM women with different IDE gene
rs11187007 locus polymorphism (x=s)
11.-6 1L-10 TNF-a Chemerin Omentin-1
IDE 2 [H Y n
(pg/mL) (pg/mL) (pg/mL) (ng/mL) (ng/mL)
AA BEH 12 120.31414.58 27.61+3.42 16.72+2.03 7.0340.93 281.37437.61
AG+ GG FEH #Y 61 189.42425.48 13.02+1.68 31.9545.94 12.83+1.64 158.33+21.38
t 9.075 22.551 8.739 11.838 15.835
P 0.000 0.000 0.000 0.000 0.000
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